Disruption of CCL20-CCR6 interaction inhibits
metastasis of advanced cutaneous T-cell lymphoma

Supplementary Material

Supplemental Table S1. Sequence information of silL.22RA1, siCCL20, and siCCR6.

siRNA probe 5'-3'
silL.22RA1(537) sense CCUGAUGUGACCUGUAUCUTIT
antisense AGAUACAGGUCACAUCAGGATAT
silL22RA1(744) sense GGGAAGCAGAGAGAAUAUGATAT
antisense CAUAUUCUCUCUGCUUCCCATAT
siCCR6(705) sense CUGCUCCUGACUUGCAUUAATAT
antisense UAAUGCAAGUCAGGAGCAGATAT
siCCR6(1058) sense AGCCAUCCGUGUAAUCAUAATAT
antisense UAUGAUUACACGGAUGGCUATAT
siCCL20(181) sense CCGUAUUCUUCAUCCUAAAATAT
antisense UUUAGGAUGAAGAAUACGGATAT
siCCL20(232) sense UGAAGGCUGUGACAUCAAUATAT

antisense AUUGAUGUCACAGCCUUCAATAT
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Supp. Fig. 2:



